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PrecisionX™ Cas9 SmartNuclease System
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Abstract;:

The Cas9 nuclease from bacterium Streptococcus pyogenes has been adapted and developed for 3
targeted genome editing in eukaryotic cells. The nuclease activity of Cas9 is guided by a custom
guide RNA (gRNA) that binds to 20 base pair target sequence immediately upstream of 3
protospacer adjacent motif (PAM) matching sequence NGG.

We will present data to show that the Cas9 system can serve as the basis of a simple and highly
efficient method for performing precise genome editing and gene regulation.
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CRISPR : Clustered Regularly Interspaced Short Palindromic Repeats
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